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Date of birth 11.02.1981
Place of birth ~ Martin, Slovak Republic
Citizenship slovak
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Institute of Biostatistics and Analyses
Masaryk University, Kamenice 126/3
Brno, Czech Republic

Analysis of biological and medical data, high density data analysis: arrayCGH, microRNA, meta-
analysis, expression microarrays, SELDI-TOF mass spectrometry

Masaryk University, Institute of Biostatistics and Analyses,Brno, Czech Republic

Ph.D. Oncology

e Dissertation topic: Biomathematical modeling of tumor genome profiling data
e December 2008

e Supervisor: Prof. Ladislav Dusek, Ph.D.

e Co-supervisor: Prof. Michael G. Schimek, Ph.D.

Masaryk University, Brno, Czech Republic

M.Sc. Computational biology
e Dissertation topic: Statistical approach to molecular cytogenetic analysis of genetic patholog-
ical states
e April 2004
e Advisor: Assoc.prof. Petr Kuglik, Ph.D.

February 2006 - May 2006 Statistics and Genome team, Applied Mathematics and Informatics
Department, INA-PG, Paris, France
e Goal of intership: Development and implementation of a method for multipatient segmentation
problem of CGH array data.

since 2009 Leader of Center for Integration and Analysis of Genomic and Proteomic
Data

e Joint Unit of Masaryk Memorial Cancer Institute and IBA MU, Brno, Czech Republic

2004-2008 Research sciencist
e IBA - Institute of Biostatistics and Analyses, Brno, Czech Republic

Environments: Unix, Windows NT

Programming: R, HTML

Statistical analysis: R + Bioconductor, SPSS 4 Clementine, STATISTICA
Image analysis: ScanArray, GenePix

Other: LaTex

Languages: French - fluently, English - fluently, Czech - fluently, Slovak - native
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